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CoaVIiI 

EOORl 
QMl tog 

6 

^ s^i^ i§i s§ ^is s?s g§ as is sij tj? ^ gs - 

^ lie Gin Het «xr Glu"er Pro fler Eer I*u*2er Ala ear Val Cly Asp A=g val 
^ Aa« CM. ims Aoi au. ACT ccr act agt tic agt got agt gtg cga cat ciGc cto 

$J ^ 30 40 

lie Thr cys Arg Al^ ser Gin Ser Xle fier Asa Tyr I^u Ala Trp Tyr Gin Gin I-yn 
^ Ata^T OGG GCTAGT CftA AGT AIC AGT AAC TGT TTG GOT TGG TST CAA CAA AAG 

I-ya Ala Pro I.yo I^u i^u lie Tyr Ala Ala^Ier 6er I*u Glu fier Giy Val Pro 
AAG^CCT CCT AAG TTG TIG ATC GCT GCT AGT AGT TIG GAG AGT CGA GTG COZ 

70 eo 

toff Phe eer cly Ser Gly eer ciy Thr Arg Phe Thr Thr Xle fier eer I*u Gin 
OGG TTC^AGT GGA AGT CGA AGT GGA ACA 03G TTC AOC TTG AOC ATC AGT AGT TT^ CftA 

90 XOO 
ASP Phe Ala Thr Tyr Tyr Cye Cln Cla Tyr Asa eer teu Pro Trp Thr Phe oly 

"^63^ «^ SGT caA CAA-TAT AAC AGT TIG CCT TGG ACJO TTC CGA 

101 

Cly Thr tyo Val Clu Xle tyo 

COA A09 A&O GTG GAG ATC AAG CAA TTC «an 
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ConVEI 
EooRl 

GAA TTC 6 

-19 .(^&<1^} -1 
Het Ala t:rp Val Trp Thr I^u r*eu Phe ifGu Met Ala Ala Ala 
Gin Ger Ala Gin Ala 

A3X» GCT TGG GTG TGG ACC TTC am TTC CTTG ATC GCA GOT GCC 
GAA ACT GCC CAA GCA 63 

vr.t 

1 10 20 

Gin Val Gin I*eu Vol Gin 6er Gly Ala Glu Val Lye Lys Pro 

Gly Ala ser Vol l.ye Vol 

GAG GTT GAG ,CTO GTG CAG TCT GGC GCX GAG GTG AAG AAG OCT 
GGC GCT TCT GTG AAG GTG 123 



JJ* 30 35A 35B 

6er Cy0 I*ye Ala Eer Gly Tyr Thr Phe Thr Ser Tyr Ala lie 
6er Trp Asn Trp Vol Arg Gin Ala 

ITOT TCC AAG GCT TCT GGC TAC ACA TTC ACA TCT TAC GCT ATA 
TCT TGG AAT TGG GTG AGG CAG GCT 189 

<1 SO 60 

Pro Gly Gin Gly I^u Glu Trp Het Gly Trp He Asn Gly Asn 
Gly Asp Thr Asn Tyr Ala * ^ . j 

OCT'GGC CAG GGC CTG GAG TGG ATG GGC TGG ATA AAT GGA AAT 
GGA GAT ACA AAT TAC GCC 249 

61 70 80 

Oln Lys Phe Gin Gly Arg Vol Thr lie Thr Ala Asp Thr fier 
Thr ser Thr Ala Tyr Het 

CAG AAG TTC CAG GGA AGG GTG ACT ATA" ACT GCT GAT ACT TCT 
ACT TCT ACT GCT TAC ATG 309 

ei 82A 82B 82C on 

100 

Cltt l#ett eer Ger I*eu Arg Ser Olu Asp Thr Ala Voi. Tyr Tvr 
Qys Ala Arg Ala Pro Gly Tyr Cly cer ^ * 

GAG CTG TCT TCT CTG AGG TCT CAG CAT ACT GCT CTT TAC TAC 
TGC GCT AGG GCT OCT GGC TAC GGC TCT 378 

101 110 

Asp Tyr Trp Cly Cln cly Thr iieu Vol Thr Vol Ser Ser 
CM TAT TGG GGA CAG GGA ACA CTG CTT ACA GTT TOT TCT GAA TTC 
423 
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cstscy 

•OSABL-I^GACATTCTCSATGTCACAGTCTCCATCXTCCCTAGCTGTGT^^ 0 05 

OSABL-lo 

GOCAGTcfficSS^?^°^ii°'^°^®°^°°^CCAGAGCCCG 
MSALrCDR1-1c ^ 

gf°*^||^'^^°T<3GTACqATTX3GAGC^GCGGGGTCTGG^^ 



|HMVL4 i 



AGft tTT GRO TCT QAO CRT CRS QftB ggP GAB.' CSQ TgR. AGfl. COBP GGQ 
P*wT TTR WA C j 

|HMVL7 



^ '-^'"^ ^ T<a TGG i-av GRO rsR A«p or6| 
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•MSA-63 epitope DNA 

<X5A TIC ACG G AC CK:G CCG CTC SS 2s ?^ tS? S?C #G 
MSA^3 protein sequence (Start residue 143 end residue 233) 

MSA-€3 oligo 
MSAl 

GTC GGC AGO CTC CGA AGC AGC CCO CTC CAG AOC CCG CTG CTC CGA 
MSA2 

AGC CCG CTG CTC CGA CCG CTC GTC CAG AGC AGC CTC TGC TTG CTG 
MSA3 

AGCCTCTGCTTGCTGTrCCTCTTGCTGCGATACAGCTGCGGCGAC 
MSA.4 

TACAGCTQCGGCGACGGCAGCTGCAGCCGACGATACTGCGACTTG 
MSA5 

OOATACTGC GACTTG ACQ GTGTGC ACXJCGA ATGrACTTGCTGCTG 
MSA.« 

ATGTACTTG CIG CTG CGATTC ACG OAC CCG CCG CTC CCG CAG ACG 
MSA7 

CGATTC AOGGACGCGOCG CTC CCG CAG ACQ TGCTGC GTC ITG AGC 
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SP-10 Epitope 

A ^SJ^^i^ST?S^^^2<=^°^TCAGGGGAACAG0CrT^^ 

« T^^^TIiP^^^^ ^^TCr ACA GGC ACA ATA TTAAATTGC TAG ACA TOT a?r TAT 
ATOAATGATCAAGGAAAATCTCnTCGTGGAGAGGGAACCT^A?^^^^ 

protdn sequence 

TyrMctAsnAspanGlyLysCysUuArgGlyGluGlyTtecS^iS^S^^ 
OllgofiPl: 

OUgoSPZ: 

SS^aSS?^???^'' CACCAATTT CAA CCACAT CPA 



OUso6P3: 

SSSS-g?SIl?^l''^^^°^^^°^^^^^™^°OAGAGGGAACCr 
Olifo SP3aC3Cys.> AU): 

2ge?Jx^^jS^I??^^°^^^^°°'^'^<>«=^CTK:GTGGAGAGGGAA 
OngoSP4: 

OUgo 6P4a (3Cys.>Ala): 
OUgoSFS: 

^SSS^gg^S^'''^ TTG AAATTG GTGCaC CTG AAG CCT OTT CCC CXG AAO 
OUedSF5: 

SS^^AA^?^°'^'^'''^°^°^^°"^^C°'=^«^CATGTTCACCTG 
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I'DH-C^ Epitope: 
OUgo LDHl: 

TOGTOOC.o™crCOTCO*CTAOCrCTICOACTAGCrccroci«Cre„OTCOOrC 
OUgo LOH2: 
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